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1 

gggtttaattacccaagtttgagagaataaaaggtgaata ATG ACC GAA GCA ATT CGA CGC TCT TCT TTC AAA AAT TTC TGG TCG 

MTEAIRRSSFKNFWS 

86 

AAA TTT TCG CAT CGT TGT GAT AAT ACA GTA ATG ATG TTG AAT AAA AGC GCC GAT GAA TTT GAA GCC GAT GAT CGT 
KFSHRCDNTVMMLNKSADEFEADDR 

161 

GCA GAT ATT ATA TCT TCA TTA CCC GAT CTA CAT GGC AAG GAT ATT GTC GAT ATT GGC GCT GGA ATT GGA CGT TTC 
ADI ISSLPDLHGKDIVDIGAGIGRF 

236 

ACG ACA ATT TTC GCA CAT GAT GCA CGT CAT GTA CTA TCA TGC GAT TTT ATC GAA" AGT TTC ATG GCA AAA AAT AAA 
TTI FAHDARHVLSCDFIESFMAKNK 

311 

GAA CGG AAT GCG CAT TTC TCT AAT ATC TCT TAT CAG GTT GGC GAT GCG GTA CAT TTA CAA CTC GAT CCA AAC AGT 
ERNAHFSNI SYQVGDAVHLQLDPNS 

386 

GTA GAC CTT GTG TTC ACG AAC TGG CTC ATG ATG TAC CTC AGC GAT GAT GAA GTT ATT CGC TTT CTT CTC AAC GCA 
VDLVFTNWLMMYLS DDEVI RFLLNA 

461 

CTC CGA TGG CTT CGT CCT AAC GGC TAT TTG CAC CTT CGA GAG TCA TGC AGC CAA CCG TCA ACC GCA CGA GTT GGA 

LRWLRPNGYLHLRESCSQPSTARVG 

536 

GGA ACG ATG CAT AAT AGT ACA GAG ATA AAT CCA ACC AGC TAT CGA CTA TCC TCT GAG TAT ATA. AAA TTG CTA AGG 
GTMHNSTEINPTSYRLSSEYIKLLR 

611 

AAT ATT CGT TAT CGT GAA TTA GAT GGC ACA TTA TTT CGC TTC GAA GTG CAT TGG GCT TGT TCA GTG CCC ACT TAT 
NIRYRELDGTLFRFEVHWACSVPTY 

686 

ATC GTC GTG CAA AAT AAT TGG CGT CAA GTT CAT TGG TTA ACG CAA AAA GTT CGA TGC AAC GAT GAT GCG ATA ATG 
I VV QN NW RQVHWLT QKVRCN D DA I M 
761 

TCT ATC GAA CAC CTT CTC GGA CAT TTT AGT ACA CTA TGG AAG GTG GAG CAA CAA AAG TGG GAT CGT TAC CTC GAC 
S I E HL LGH F S TLWKVEQQKW DR Y L D 

836 

AAT GAA TCC TAT TGC TGG ACT GAT GAG GTG TTT GGC TAT GCG TTA ATG AAG GAA ACG ATT GAG AGT ATG CCC GCA 
NESYCWTDEVFGYALMKETIESMPA 

911 

GTA TTG GCA TAT AAT CCT CGC AAA TTG GCC TAT CAT TTG CAT ATA AAT GCG CAT CGC ATT TCT GAG ATG TTA CAT 
VLAYNPRKLAYHLHI NAHRISEMLH 

986 e 

TGT AAT GTT GTA TGG AAT GTG GAG ATA AAT GAA TTT TTC TAT CGG ACA TCA TTA ACG AAA GCA AAT CGC CTC AAA 
CNVVWNVEI NEFFYRTSLTKANRLK 
1061 

GAT CAA CGA GTT CGA TTT GGA TGG AAT GCT ACG CTT GAA TCG TCG CTG AAT TAT TGG AAA GAA CGT GGT GCT CTC 
DQRVRFGWNATLES SLNYWKERGAL 

1136 

TTC GAT ATT TTT ATC GCC ACT GAA TTT TTC ACC GAT CTC GAT GAA AGT ACC ATC. GAT AAG CTC TCC GTG GTA TTA 
FDI FIATEFFTDLDESTIDKLS 'VVL 
1211 

AAA GCG GAT GCA CCT CTA ATT CTG CTG GAG CCA TTT GAC GAA TCA GCT TAT GAT GAG AAA TAC ATC ATG AAG TTG 
KADAPLI LLEPFDES" AYDEKY IMKL 
1286 

TTA TCA CGT TAT CAA CAA ATT TCT ATC GAG GAT ATC ACT GAG ATG TGC ACA GAA GCG ATT CAT AAA TAT CTA AGC 
LSRYQQI SIEDITEMCTEAIHKYLS 

1361 

GAA AGA GAT TTA GAG AAT AAT ATT GGA ACA AAA GTA TGG AAA TTA ATA AAA GCG CAT ATG tgattgaatttttacgaaaa 

ERDLENNIGTKVWKLIKAHM 

1441 

aaacgacgacgacgatgattcctatgaatgtttttatctgacgctgcaaacgatgaatatacgattgtcataaattgagaatatgagaatattgtcggct 
1541 

taatgcatatattggcaacatataaactgtgtgttttataaaaaaaaaaaaaaaaaagtactagtcgacgcgtggccaagggcgaattctgcagatatcc 
1641 

atcacactggcggccgctcgagcatgcatctagagggcccaattcgccctatagtgagtcgtattacaattcactggccgtcgttttacaacgtcgtgac 
1741 

tgggaaaaccctggcgttacccaacttaattcgccttgcagcacat 
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1 

ggttttaacccagtatctcaagagca ATG ACG GCT GAG GTG CGA CGG GAT TCC TTC AAG ACG TTC TGG GAG AAG TAC TCA 

MTAEVRRDSFKTFWDKYS 

81 

GAT AAA CCC GAC ACT AAT TCG ATG ATG CTC AAC CAG ACT GCA CAA GAT CTG GAA GCT AGC GAT AGA GCA GAT ATC 
D KP DT NSMMLNQTAQ DLEAS DRAD I 
156 

CTC TCC AGC CTA CCT CAC CTA ACC AAC AAA GAC GTG GTC GAT ATT GGC GCT GGA ATC GGG CGC'TTC ACT ACT GTG 
L S S LPHLTNKDVVD I GAG I GRFTTV 

231 

CTA GCA GAA ACT GCT CGA TGG GTT CTT TCA ACG GAT TTC ATC GAA TCG TTC ATC GAA AAA AAT CAA GAA CGA AAT 
LAETARWVLSTDFI ESFI EKNQERN 

306 

GCT CAC ATG GGT AAC ATC AGT TAT CAA ATA GGA GAC GCA GTC CAT TTG CAA ATG GAC GAG AAA AGC GTG GAT CTC 

AHMGNISYQIGDAVHLQMDEKSVDL 

381 

GTT TTT ACG AAT TGG TTG ATG ATG TAT CTC TCC GAT CGT GAA GTC ATT GAA TTT CTG CTG AAT GCT ATG CGA TGG 
VFTNWLMMYLSDREVIEFLLNAMRW 

456 

TTG AGA GCG GAC GGA TAC ATT CAT CTC AGA GAA AGC TGC TCC GAG CCA AGC ACG GGC CGT CTG AAG ACC GCC ACA 
LRADGYIHLRESCS EPSTGRLKTAT 

531 

ATG CAC TCA GCC GTT GAC GCC AAC CCA ACA CAT TAC CGT TTC TCA TCG CTG TAT ATC AAG CTT CTT CGA GCA ATC 
MHSAVDANPTHYRFSSLYIKLLRAI 

606 

CGA TAC GGG GAC AGT GAT GGA AAA ATG TGG AAA TTT GAT GTG CAG TGG AGC TGC TCG GTG CCC ACC TAC ATA CGG 
RYGDSDGKMWKFDV QWSCSVPTYIR 

681 

AGG TGC AAT AAC TGG CGT CAA GTG CAT TGG TTG ACG AAG AAG GTA CCG GCA GTT GGC GAC GAA GAG ACT TCA GTC 
RCNNWRQVHWLTKKVPAVGDEETSV 

756 

GAC GAT TTG CTC AAC TTG TTC AGC CAG ATC TGG CCA GCC GAA CAA AAG ACG TGG GAT GAA AAA CTA GAC AAT GAA 
D DL LNLFS QIW PAE.QKTW DEKL DN E ' 
831 

AAA TAC AGT TGG ACT GAT AAG ATA TTC TCG AAT GCG ATC GAT GAT GAA GTG GTG CCA AAG AAC AGT ACC GCC TAT 
KYSWTDKIFSNAIDDEVVPKNSTAY 

906 . 

GTC TTC ACA CCA AGG CAA CGA TCC CCC TTC TTG CAC GTC AAC TCG CAC CTT TTG GCA GAG AAG TTC ACA TGC AAT 
VFT PRQRSPFLHVNSHLLAEKFTCN 

981 

GTA TGG AAT GTT GAA ACA AAA GAG TAT TTG TAT CGT ACT TCG TTG ACG AAG GCA AAC AAC CAG AAG GAC CAA CGA 
VWN VETKEYLYRTSLTKANNQKDQR 

1056 

GTG CGC TTC GGT TGG AAC GAG TCC TTG TCT TCG CCC ATC GAC TAC TGG AAT CAG AGG GAC GCT TCA TTT GAC TGC 
VRFGWNESLSSPID YWNQRDASFDC- 
1131 

ATG GTA GCA ACT GAA CTT CTC GCG ACT TGT GAT GAT GAG AGC GTA AAG AGT ATT GCG AGC ATT ATG AAA CCA GAA 
MVATELLATCDDESVKSIAS IMKPE 

1206 

GCG AAG GTG GTG CTC CTC GAA CCA GTT AGC GGA ATT GAC GAG ACG TCC GTT AGG CAG CGA ATG ACT ACT TGT GGG 
AKVVLLEPVSGI DETSVRQRMTTCG 

1281 

TTC AAA AAC ATT ACC ATC GTC GAT GTT ACA CAG GAG TCC TTG AAC GCC GAG GTT TCT TTC ATT AAG GAC CAC AAC 
FKNITIVDVTQESLNAEVSFIKDHN 

1356 

TTG GAC GTC GAA CTC TCT GGT TGT AAT TAC CTA CTG ATC AAG GCT TCA CTT taatgcaacatagtaaggaacggatgatttct 

LDVELSGCNYLLIKASL 

1439 

ttttatacgtcacttttatgaaataagcctttggacattgattacggtgttgtgagatttttctgctgcatttgtcatctgtatggttttgattttactg 
1539 

aagttatttgtccaactcatttgaaattgtaaaaaataacccctcaatcgaagaaatttgtaccggtgacttaataaaacttttttctcgctcaaaaaaa 
1639 

aaaaaaaaaaagtactagtcgacgcgtggcc 
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1 

gggtttaattacccaagtttgagcaattgaatat ATG CGG ATG CGA CTG GAG CAC GAG GAC ACT GAG ATG GAC TGG AGG CAA 

MRMRLEHEDTDMDWRQ 

83 

ATT TAT CAC TCC TTT TGG AAC AAA TTT TCC GAT AGG GCT GAC AAT ACA TCC ATG CTT TTA AAT GCG GAT GCT GAT 

IYHSFWNKFSDRADNTSMLLNADAD 

158 

AAA TTT GAA GCT CTT GAC AGA GCC GAA ATT ATC GGA ATG TTG CCC TCT TTT AAA AAT AAA TTT GTT GTG GAT ATT 
KFEALDRAE I IGML PSFK NKFVVD I 

233 

GGG GCG GGT ATT GGA AGA TTC ACA ACA GAA TTT GCC AAA AAG GCA AGA GAA GTG GTC TCA ACA GAT TTT GTA GCT 
GAGIGRFTTEFAKKA REVVSTDFVA 
308 

AGC TTT ATC GAG AAA AAT CGG GAA ACA AAT ATA GCC TTT AAT AAC ATT GAA TGG AGA GTT GGT GAT GCT GTA AGA 
SFIEKNRETNIAFNNIEWRVGDAVR 

383 

TTA GAT TTT GAA GAG GGG AGT ATT GAT ATA GTC TTT ACC AAT TGG CTT TTG ATG TAT TTA GTG GAT GAA GAA GTT 
LDF EEGSIDIVFTNWLLMYLVDEEV 
458 

GTT CAA TTT TTG ATT AAT GCC ATT AAA TGG CTC AGG CCT GGC GGT TAT TTA CAT TTG AGA GAG TCC TGC TCT GAA 
VQF LINAIKWLRPGGYLH LRESC SE 

533 

CCT AGC AGC AAA AAA TCT AAT AAT TCG CTA CAT TCC AAT TCG GAT AGT ATC AAT CCA ACT AAA TAT CGC TTT TCA 
PSSKKSNNSLHSNSD. SINPTKYRFS 
608 

TCC GCA TAT ATT CAA TTG CTC AAA TCA ATT AAT TTT AAA AGC GGA GAT GGA ACC GTT TGG GGG TTT AAA ATC CAC 
SAYIQLLKS INFKSGDGTVWGFKI H 
683 

TGG GCT AGC TCT GTT AAT GTT TAT ATT CAA AAA AAT GCA AAT TGG AGA CAA GTG CAT TGG TTA GTA AGC AAG GTT 
WAS SVNVYI QKNANWRQVH WLVSKV 

758 

CCT AAA AAG GAA AAA TTT ATG CCA AAT TTG GGT ACA CTG CTT GGA GAG AAG TGG CCT GAA GAG CAG AAG GAA TGG 
PKKE KFMPNLGTLLGEKW PEEQKEW 

833 

GAC AAT AAA CTT GAC TTG GCT TTG AAT GAG AAT CAG AAT ATC ACC TCA ACT CTA GCC AGT TAT CTT TTA TCT AGT 
DNKLDLALNENQNIT STLASYLLS S 

908 

GGG ATT GGA ACA AAT TCA GTT ATA CTT GTT TTC GAC TTG AGA AAT AGT GAA AAT CAG CCC AGT ATT AAT GTT CAC 

GIGTNSVILVFDLRNSENQPSINVH 

983 

ACA TTG GCT AAC AGA TTA AAT TCA AAT ATT TGG TCT GTT TCC CTC AAT CCT TTC TGC TTC CGT CAT TCA TTA ACC 

TLANRLNSNIWSVSLNPFCFRHSLT 

1058 

CTT GCT AAT AAT AAC CAA GAT CGA CGG ATT AGA CAC TCT TGG CAT GAG GAT ATT . GAA AGC GCT TTC CAC TTT TTG 
LANNNQDRRIRHSWHEDIESAFHFL 

1133 

GGT GAA CAA ATA TCC GGC AAA GAG AAA AAT ATC AGC AGA TTA TTT GAT GTG ATT ATT GGT ATT GGT TTG TTA GAA 
GEQI SGKEKNI SRL F DVI IGIGLLE 
1208 

AAA ATT AAA AAA ATG AAG GAC GCT AGC GAG AAA GTT GAG AAA ATC CTT GGC CGT TAT TTG TTA AGT ATT GAA ACA 
KIKKMKDASEKVEKILGRYLL SIET 
1283 

GGC GAA GGA GAT GAT ATA CGA AAG GAA AAA AAG AAT GAG GAC ATT GTA GAA TAT TTC CCA TCA GAA CTA TTT ACA 

GEGDDIRKEKKNEDIVEYFPSELFT 

1358 

AAA CAA ACA ATA GAA TTC AAA GCA GAT AAT GGA TTT AAT CAG CTT GAT tagaattggaaaaagagaaaaattgtgaacaaaaaa 

KQTI EFKADNGFNQLD 

1442 

aaaaaaaaaaagt ac t agt cgacgcgtggcc 
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1 

tttataaaacccagtttgagtaccgtttttattattttaag ATG GAG GGT GAA AAT GAT AGA CAG AAT TTT CTT GAA TAT TGG 

MEGENDRQNFLEYW 

84 

AGA CAA TTT GGC AAT ATA GCT AAT ATC AAT GGT ATG ATG CTT AAT GCT AAT GCT TCT TTA ATT GAG AAA AAT GAT 
RQFGNIANINGMMLNANASLIEKND 

159 

AGG CAT GAT GTA TGT CTA TTA CTT CCT GAT TTA' AAA GGA AAA ACT GTT TTA GAT GCT GGT GCT GGA ATT GGA CGT 
RHDVC LLL P DLKGK TVL D AGAG I G R 
234 

TTT ACT GCT GAA CTT GCT GAA AGG GCT GAA AAA GTT TAT GCA TCA GAT TTT ATT TCT GAA TAT GTT ACT AAA TTA 
FTAELAERAEKVYAS DFI SEYVTKL 

309 

CAA GAA CTT AGT GCT GAA GCG TTA AAA AAT GGA AAA ATT ATT GAT GTT ACA GTA GCA GAT GCT ACA TGT CTT TCT 
QELSAEALKNGKI I DVTVADATCLS 
384 

TAT CCA GAG AAT AGT TAT TTC CTT GTT TTT ACT AAT TGG TTG TTT ATG TAT TTT AAT AAT ACT GAA TGT GTA CGT 

YPENSYFLVFTNWLFMYFNNTECVR 

459 

TTT ACT GTA AAT GCA TTA AAA TGG TTA GAA GAA GGT GGA TAT TTT AAA TTA AGA GAA TCA TGT TCT GAA CCA TCA 
FTVNALKWLEEGGY FKLR.ESCSEPS 
534 

ACA AGA AGA GTT GGA AAT AGA AAT GAA ACT TCT CTT CAT GCT GCC GTT CAA TCA AAT CCA ACT GAA TAT AGA TTT 
TRRVGNRNETSLHAAVQSNPTEYRF 

609 

TCA TCT GTT TAT CTT AAA TTA ATT GAA GCA GCT AGA TAC GTT GAT TCA AAT AAT CAA AAA TGG AAA TTC GAA ATA 
SSVYLKLIEAARYVDSNNQKWKFE I 

684 

GAA ATT TGT GGT TCT ATT CCA ACA TAC ATT TTA AAT GGT AAT ACT TGG AGA CAA GTA CAG TTA ATT GCT AAA AAA 

EICGSIPTYILNGNTWRQVQLIAKK 

759 

GTA AAA GCA GAT GAT AAT GAT GTT GTT TTA TCC CAA GAT GAG TTG AAA AAT TTA ATG ACT AAT GAT TGG ATA ATG 
VKADDNDVVLSQDE LKNL MTNDWIM 
834 

GAA CAA AAA AAG ACT GAT TCT ATT GTT GAT GGT AGA GTA CAA TAT TTT GCT GAT AAA ATT TTT GCT AAT GAA TTA 

EQKKTDSIVDGRVQYFADKIFANEL 

909 

TCA AAT ATT GAT ATG ACT AAT ACT GAA TCC ATT TCA TCA ATA TTT GTT TTC CAA TCT TCA TTT AAT CCA TGG TAC 
SNI DMTNTESISSI FVFQSSFNPWY 
984 

AAA AGA ATT TTC CCA TTT TCT TTA GCA TCA AAT AAA TAT TGC CAT GTC TGG ACA AAT GAG GGT AAT CGT GAA CTT 
KRI FPFSLASNKYCHVWTNEGNREL 
1059 

TTT AGA TGT TCA TTA ACT TCA GCT AAT GAA GAA AGA AAT ATT GGA ATG TTT TTT ACC TAT TCA AAA GAC AAT GTT 
FRCSLTSANEERNI GMFFTYSKDNV 
1134 

TTT AAT GCC TTA GAT TAC GTT AAA AAA AGA AAC TTT TTA TTA AAC AGT TTT CTA GCT ATT GAC TAT TTA AAT AAT 
FNALDYVKKRNFLLNSFLAI DYLNN 
1209 

CAT GAA GTT AAT TTT ATT GAA TCA TTT AAT AAT ATT GCT TCT CAA GAT GCT AAA ATT CTC CTT CTT GAA TCA TTT 

HEVNFIESFNNIASQDAKILLLESF 

1284 

TCA AAT GAG GAT GAA AAA AAT TTA AAA TTA AGT AAA CTT AAT AAG CAA TAC ACA GTA AAG TGC GTA ACA GAA AAC 

SNEDEKNLKLSKLNKQYTVKCVTEN 

1359 

GTT CAT AAT GAA GTT AAA AAT GTA CAT CAA GAT GAA GAA ATT GTA TGT GAC GTT ACA TCG AAA AAA TGG ATG CTT 

VHNEVKNVHQDEEI.VCDVTSKKWML 

1434 

ATC AAT GTA AAC CAT taatatcattcatcaagtaatgttatctaacaacgtaattttttttattgactcttaaaattcattattttttttaatta 

I N V N H 

1529 

aaatattattttacaaaaaaaatggcttaatatttctttttaataaattaag 
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1 

gggtttaattacccaagtttgagggtggtgcagcgaactacgcagccataaacggtgag ATG CCT GCG GCA GAG CGT GAA CTA ATC AGT 

MPAAERELIS 

90 

GCA TTA TTC GAC GTT ACA CCG AAA GAT GCT CTT ACA AGT GTA CTC TTG GTC ACC TCT GCC CAA TCA GAG GAA AGC 

ALFDVTPKDALTSVLLVTSAQSEES 

165 

AAT TCA TCA CTG GTT GCA CTC TTT GAG GAC AGA GCA ATT AAC GTA ACC ATC GTT GAG CGT CTT GAG GGA TTG CAA 
NS SLVALFEDRAINVTI V ERLEGLQ 
240 

AGC ACT CGA GCT GAC GCA TAT GAC GCC ATT ATC AGC AAT AAA TTG ATC GTC GAG AAC TGT TTA ATC AAT AAA CCA 
STRADAYDAI I SNKL'IVENCLINKP 

315 

TCA GAT CTC GAT ACA TTC GTC GCA TCG GCT CTA AAA GAA GAA GGT GTA CTC ATC GTT CGT GAA GAC CTA AAT GGT 
SDLDTFVASALKEEGVLIVREDLNG 

390 

TGT TCT GCG TGT GAG AAG GTC GCT CAG CTA ACG CAT TTC TTT GAT CTG TTT CGA ACA ACT CTG AAC GGC GTT ACG 

CSACEKVAQLTHFFDLFRTTLNGVT 

465 

ATT GGC TTC AAA TTC TAT TCA CTC AAG CAA GTC AAT GCC TCA ATT CAT ACC GAA GGA AAC TTT CTG GAT GTC TTC 
I G FK FY S L KQVNAS I HT E G N FL DV F 

540 

TGG ATA TTG CGG AAA GAA TGT TTC GAA GCG CTG GAC GAG AAC CAA AAA ACA AAA ACC TTT CGT GAT TTT CTC GAT 
W I LRKEC FEAL D ENQ. KT KT FRD FL D 
615 

ACT ACG CAA TAC ACT GAC GAG AGC ATA CGT GCA TAT GAA TGG ATC TTC GGC GAT AAC TTC ATC AGT CCG GGC GGT 
TTQYTDESIRAYEWI FGDNFI SPGG 
690 

TAT GAC GAA AAC TTA GAA GTT CTG AAG CGA TTC GGT GAT CTA AAA CCG GAT TGT AAA ATG CTC GAC ATC GGT GTT 
YDENLEVLKRFGDLKPDCKMLDIGV 

765 

GGG ATC GGT GGA GGT GCC CGC CAG GCT GCT AGG GAA TTC GGA. GCG CTG GTT CTC GGT ATG GAT ATT AGT GCG AAT 
GIGGGARQAAREFGALVL GMDISAN 
840 

ATG CTT TCA ATA GCG ATG GAT CGC CTA CAG AAT GAG AAA GAC ACT CGC GTT CGT TAT CAA ATA TCC GAC GCT CTC 
MLSIAMDRLQNEKDT, RVRYQI SDAL 

915 

GAA TAT GAG TTT CCA GCC AAC TCG TTT GAT TAC GTT TTC AGT CGT GAC GGT TTA CAT CAT AAC GAG CGC ATC GAC 
EYEFPANSFDYVFSRDGLHHNERID 

990 

ATC GTA ATG CGA AAG ATT TTC CAC TGG TTG AAA CCT GGT GGG AAA GTG CTC ATC ACG GTG TAT GGC ATG GGC CAT 
IVMRKI FHWLKPGGKVLITVYGMGH 

1065 

GGG ACA TTA AGC GCG AAA TTC CAA GCC TAT GTG GAA AAG AGG AAA TAT TTT CTG AAG ACA CTC GAA GAG ATG GTT 
GTLSAK FQAYVEKR KYFL KTLEEMV 
1140 

GAG ATA ACT GAA GCT GCT GGA TTC GAA AAT GTG CAA GGG ACA AAC CTC ACC AAG CGA TTC CGC GAT ATA CTG CTC 

EITEAAGFENVQGTNLTKRFRDILL 

1215 

GAC GAG CGG ACA AAA ACG CTG AAC CGA AAA AAC GAA TTC CTT GAG AAA TTC GAT GAA GGA ACA TTC AAC AGC CTC 
DERTKTLNRKNEFLEKFDEGTFNSL 

1290 

TTG AAC GGA TGG AAT GAT AAG ATC GGC TTT ATC GAC GAC GAT AAC CAT AAT TGG AAT CAG ATC TTC GCA ACA AAA 
LNG WNDKIGFIDDDNHNWNQIFATK 

1365 

CCA CTT TAG aagttcctctttttttgaccggttgatcgacgtcaacagcagcgcttgaacaacactcaactatgtcttctactaaatgctgcaaatt 

PL* 

1462 

cttgcatggggcagtgctgtccgttcatcacttgcaggttattaaaactttgtaaagttaaatatagcttgt 
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gggtttaattacccaagtttgagatttttttttcaaaaaattttaaaataataaa ATG AGT GCA TTA TCT TGT GAA TTA GCT TAT GCA 

MSALSC ELAYA 

89 

CTT CAA AAT CAT CCA AAT GCA CCC AAA AAT GGC GAA ACT GTT CTC TTA TTA ATT AAC GAT CAA GAT GTT AAT GAA 
LQNHPNAPKNGETVLLLINDQDVNE 

164 

AGG AAT TTA AAT TCT GAT CTA AGA AAT TTA TTC GAA GAT AAA TTT AAT TTG GAG GAG ATG GAT ATT GGA GAG TTG 
RNLNSDLRNLFEDKFNLEEMDIGEL 

239 

ATA AAT ATA TCA GAA CGT TTA GAT AAA GAA GAT AAT GAC AAC GAA GAA GAG AAT TTA GAA ACA CGT TTT GAT GCT 
INI SERLDKEDNDNE EENLETRFDA 
314 

GCT ATT TGC TCT AAT TTA TTT ATT GGA CAA GGA ATT GTA AAT GAC CGT CAT CGT ATT GCT CAA GTA TTA GGA TTA 
AICSNLFIGQGIVNDRHRIAQVLGL 

389 

CTT CTT CGT TTA ATA CGG ACA GAT GGA GTT GTA ATT ATT AGA GAA AAT CTA AAG CAA TGG GGT TCT CGT TCA ATT 
LLRLIRTDGVVIIRENLKQWGSRS I 
464 

GCT GAT TTA ACT AAA TTT CTT GAT GTT TTT GCT TTT CGA AAA CAA CAA AAT AAT. CAA AAA CAA CAA CAA ACA CTT 
ADLTKFLDVFAFRKQQNNQKQQQTL 

539 

GGA TTT AAT TTT TAT GGA ATG AGC CAA GTA CAG GAC AGC ATT TAT GCA CAT TCT AAT TTT CTT GAC GTT TTT TGG 
GFNFYGMSQVQDS IY'AHSNFLDVFW 
614 

AGC TTA ACA ACA GCT ATT GAA GTT AGA TTA TAT GAT GAT AAA TTA GCT ACT TTT AGG GAA TTT TTG GAT AAA ACA 
SLTTAI EVRLYDDKLATFREFLDKT 

689 

CAG TAT ACT GAG GAC AAC GTT GCT AGT TAT GAG TGG ATA TTT GGG ACA GAT TTT ATC AGC CCA GGT GGA GTG AAT 
QYTEDNVASYEWI FGTDFISPGGVN 
764 

GAA AAT AGA AGA GTA CTA AAA TAT TTC CGT CAT TTA CGT CCA GGA CAA CAA ATG. CTT GAT ATT GGT GTT GGA ATT 
ENRRVLKY FRHLRPGQQMLDI GVGI 
839 

GGT GGA GGA GCT AGA CAA GCT GCT AGG , GAG TTT GGT CTT CAA GTA CTT GGT TGT GAT CTT TCT TCA AAT ATG ATT 
GGGARQAA RE FGLQV LGC D L S S NM I 

914 

CAA CAT GCT TTT GAT CGT AAT CAA CGT GAC AAA GAT CAT CGT GTT GAA TAT CAA ATT GCT GAT GCT ATG GTT TAT 
QHAFDRNQRDKDHRVEYQI AD AMVY 

989 

CGT TAT GAA TCT AAT GCT TTT GAT ATT GTA TTT AGT AGA GAT TGT ATT CAA CAT ATT AAA GAT ACA AAA AGA TTA 
RYESNAFDIVFSRDCIQHI KDTKR L 
1064 

TTT AGA AAT ATT TAT ACT TGG CTT AAA CCA GGT GGA CAA GTA CTT GTT ACA ATG TAT GGG AAA GGA CAT GGA GTT 
FRNIYTWLKPGGQVLVTM YGKGHGV 
1139 

CTC TCG CCA AAA TTT CAT GAA TAT GTT CGT AAA CGG CAA TAT GCA CTA AAA ACT TTA. GAA GAA TAT AGA GAA ATT 
LS PKFHEYVRKRQYA- LKTLEEYREI 
1214 

GCT CAT AAT GTT GGT TTA ACA ACT ATT TAC ACA GAA AAT ATG ACT AAA CGT TTG AGA GAA ATT TTA GTA ATT GAA 
AHNVGLTTIYTENMTKRLREI LVIE 
1289 

CGT GAT AGA GCA GTT GAA AAT AAA GAA GAA TTT ATT CAA AAA TTT AGT GAA AAA CTT TAT TCA AAA TTA ATT GAG 

RDRAVENKEEFIQKFSEKLYSKLIE 

1364 

GGT TGG GCA GAT AAA TTA CAA TTT ATT GAT GAA GAT AAC CAA AAT TGG TTG TTA CTT CGT GCG GAG AAA CCG GTG 
GWADKLQFI DEDNQNWLL LRAEKPV 
1439 

CAT CCG CAT GCT TAT TTA ACT GAA GCT GGA GCT taaaacaaattatttaagacaagaaaataaagagaagaaaatttttttaatttttt 

HPHAYLTEAGA 

1528 

tatatca 
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Cjelegausji . * ♦MST&QO ...... SSVE&QTVAMVNVRRARFKSFWKXS&K^^^^ : 51 

C_elegaasjt> MDMSMI>Kfl!VFI*tFC^ : 60 

H_coi*tortusi .HTAEVRR&SFXTFW&XXSDKP&TtfSM^M^ 37 

A^siunn ..,...»,,..»••»»»».»*• .HT EAXRRSSFKHFKSKFSHItCDH^VHMI*NKSIVI>EFEA5 37 

MJtacognita ,MRHRLBHEI>T DMWRQX :XHSFW»XFSDRA&RTSMLLNAI>AI>XFEA: 45 

S^fcteircoraXis *»..»...... . • *MECEKI>RQHFttEtHRQFOMIANXHGKMLKAWIVSLIER^^ 37 



C_el agans_a S DRADI LAS LP LLR NXOTVD X GAG I GRPT S VLAM ARWVLS * &FX0SFX KKHQ E RttAHfcO ; 1 1 1 
C_elegansjb S3>RABXI*ASkPLLaNX!>WI»XGAGXG DSFXXKVrQBftKA-irLG : 120 

H^coufcortus SimA&XLSSLPHL*NXt*W^ 97 
A_smjhhi &&RABXXSSLP&LHGX&XV&XGAGXGRFTT XFAHX>ARHVLSC&FXBSFMAX*rc*ER»AHFS ? 97 

Mincognlia I#J>RAB X X GMLP S F K NXF V VJ>X GAG I GRF f S! EFAX X ARB WS f l>F V AS FX E XMRET NX AF If ; 1 05 
Sjrtercoralis N&RR0VCLLLP&LXGX.T VL8AGAGX GRFY&BLABRAS XVYAS DFX S 8 YVTKLfiBltS A&AL ; 97 



C_elegras_a N . ♦ « . X NX Q VGS3AVGLKME3 MS V0LVF TNWLMMX LSDBBUVBFX F NCMRW&RSRGX VHLR : 1 67 
C__elegansjb K * » * * X. NYQ VGDAVGLXMBSN3 VDLVF ^'llWLMMf :LSl^E'E ; f VS FX F NCMRWLRS R' : GX VRLR : 176 
H_contortus N » * « » X S Y QXGDAVRLQttDBXSVD&VFS W^MMIT tSDREVI EFLLHAMRWI*RA0GtXliI,R ; 153 
A_mrai N * . ♦ . XSX QVGDAVB&QXtDFflSVDbVFttm^ 

M_incogiiita ST. ♦ ♦ . XBWRVG&AVRLDFBBGSXDXWT BTWLLMY LVDSBOTQPItf HAXKWLRPGGYL8&R : 161 
S_stercoraXia XHGXX X DVT VADAT C LS Y P BNS Y F L VF TNWLPM Y Flf WBC VXFSt VHALXKI* SB GGI FXLR 1 1 5 7 

C_elegans_a BSCS BPS TORS * * . KAK3MH0T ANANP T Rf RFSSLTSBU.RAXRTRDVDHX -LHRFMfVQWS :224 
C_elsgaiis_b BSCSEPSTGRS ♦ * . XAXSMRDTANANPT HY RPSSLYX BURAXRYROTDtf KLKRPWtiWS :233 
R_contortus BSCS8PSTORL* . • XTATMBS AVD ANf PTII Y RFS SLY X XLLRAX R YGDS DGXMWXF'D VQWS : 210 
A_snmm SSCSQPSX AR* ♦ * . VGGTOB:HSTBXNPTOY RLSSEY XBULRtfXRYR8LD«LFRPBVimAs209 

Mjtacogaita ESCSEPSSXXS * ♦ , NNSLHSNSDSI NPTKX RFSSAY XOLLKSINFKSGDGrVWGFKXHWA :2I8 
S^stexrcoraXls ESCS8PST RRVGHRNSTSLRAAVOSHPtfEY RFSSVYfcRLX BARRY VDSNNQXMXFBX8XC *2X7 

C_elegafts_a CSVPTYXXRSNl^RQVftWt4lBXVP-A^ . . • :28X 

C^elegaiisJ* CSVPTYXXRSNimRQVHWLAEXVPABDGAXGT SFIIBXiVB&XXirmQHBftSAW&ARLD. * ♦ 5 290 
R^cmtorfcuss CSVPTYXRRCNNWRftVftHLTXXVPAVGDBB * TSVDDLLNLFS^ XWPAEfiXTWDBXLD * * * :266 
A imam CSVP«tXWCNimRQVilWL!rQXVRCKI>0AX .MSIEHLLGHFSTLWKVEQQKWXmVLD * . * ;265 

iOncognita S S VNVX X ftXNAIIWRQ VXWLVS XVPXXB * ♦ * . XFHPKLGX UGBRMTPBSQitBlfilHRLDLALf 274 
$ rtercOraXis OS X P5CX X LK0HXMRQVQX#X AKXVXA0l>WIIWLSQI>B'X#XHLM^i*01W XMEQXX^3>S X"VI> » . . :274 



C_elegans_a I>E XX VWSt'DXITFS S ALU ♦ SLPSHSTFFLXTFR9! VSPXCBX VABXLABXFNABT ♦ VWHX? : 335 

C_elegans_b DBRTVmDBVFSSALX . • . »SLPSKSVFFLX-VPRSVSPX CRXNAHICLAE^FHAN, VHOT j344 

SLcontort us NEK X SWT 0KX FS N AX DDE VVFK HS TAX ^F T P RQRS PFLBVVS BLtAB X FTC H + WH V : 3 2 2 

A^&iiM B&SYCWS MVFGY ALMKE , . • TX ESWPAVLAV NPRKLAXRLHXNAHRISEHLHCNVVWNV ; 322 
^incognita NBHQHX:TSTX.ASf I*LSS . * .. * GXGTIiTSVX LVFDLRBS8«fQPSXMVHX LAHRLNSMf « XWSV ; 329 
S st rcoraXis GRVQ X F ABXX FAHBLS HX: DMT WTES I S SX- FVF Q S S FHPWX XRX FP F S LAS HK X C R: , VWTK : : 3 3 3 



C_el gans_a BXXPBX tRTSI*TXSHfKI*XDgRVRFGWK QSLTOSVTX14Q:CX0ALF0WVATB : FLSTV3>^B : ? 394 
C^elegans^b EX X PBf X RTS LTK S HKLX DQ RVRFGMK + Q& LiPOSVSYWQ'Q-K&ALF 30VF VAT EF L STEPPE J 4 03 
H^cofttortus ET X E X l*X RTS X*T KAJff NQ X D Q RV RF GWK , BSLSSPXDXWHftRDASF&CKVAICBUASCDDB : 38X 
A_Bi3OTt EX MfBF FX RTS LTXAHRLX DQRVRFGMJtf ♦ AT LBSSXtNXWXiBRGALFDX F X AT BF F ES 1 3 81 

M^incognxta S'I*HP FC FRHSLTX» AHHHQ:&RRX RHSWH * E t>X. BS AFRFLGBQ X S GXB XKX S RX*FtWX X. GXO ; 3 88 
S stereotaxis BGIf RSX*FRCSLTOAKBBRBX GHFF V X S X-DKV'FNAtvDX VKXRHFLLVTS FLAX X>t LKUHBHf K : 3 9 3 



C_el agaits_a T X RQL P IfVMS DG AX F X TLB P . » TOE VWEAEMX Q RX Q E LGf TLXS F T 0VT DQ C X B AQ E Q f F : 4 5 2 
C_elegans Jt> TX RQLPNVMSDGAKFXTLEI' » • VDBVKBASMXQRXQBLGY TLXSFT WTDQCX BAQBQYF : 461 
R_co»tortU5 SVXSXASXMXPBAXVVLLBP ♦ ♦ ¥S GX I>ET SVRQ RMT T C GFXHX T X V0VTQ E S X*HA8VS F X : 439 
A^suto T X DXLS WLXADAP LX LX*BP * * F DB S AY0BXY XMXLLS RX Q Q X S X E D IT EMC TE AX RX X L : 43 9 

M_incognita I*LSXXXXMXDASBXVBXX:LGRYLLSXBTGSG»&XRXSXXIIEDXVBY FPSELFTKQTXEFK : 448 
S Btercoralie FXESFHHXASQDAKXLLLES * • FSNS0E * . * KWLKLSKLKKQXTVKCVTEHVHWEVKNVH ; 448 



C_el gans_a X0HEQLR3OEXVI RXIWVLLE LT R : 475 
C_elega»sJ> XDB B Q LRI>8 XVI RK HWVLLE LT It $ 484 
R^contortus RDHK* .LI>VELSGC«fLLXXASL;460 
A^arai BEm . . .LBNKXGCXtmXLXXABKt460 

M_incognita AI>NG* ♦ , *FRQLD » ♦ * :457 

S^stercoraXis QDHE * *XVC&VTSKKWLXNVNH ;469 
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A_suum MP, . AAERELISALFDVTPKDALTSVLLVTSAQSEES • . NSSLVALFEDRA I: 48 

C_elegans MSSLSIPRQSLYYVNKVTEGRSVSNVQVVSPCQKQ GQTYVTAFTPLT S : 48 

Mjavanica MSALSCELAYALQNHPNAPKNGETVLLLINDQDVNERNLNSDLRNLFEDKFNLEEMDIGE : 60 



A__suum NVTIVERLEGLQSTRA DAYDAIISNKLIVENGLIN. . KPSDLDTFVASALKEEG : 100 

C_elegans NVQVHTSLEQLSTIR NADVLIFNNALSQIITNAD . • LLTDFLKNATNATAIGG : 99 

Mjavanica LINISERLDKEDNDNEEENLETRFDAAICSNLFIGQGIVNDRHRIAQVLGLLLRLIRTDG : 120 



A_suum VLIVREDLNGCSACEKVAQLTHFFDLFRTT . LNGV TIGFKFYSLKQVNASIHTEG : 154 

C_elegans TVIIREDLKDCSDKRQVARLTDYFDVFRTTDSDGN NTGLDLYTVDQVEHSNYVEQ : 154 

Mjavanica VVIIRENLKQWGS . RSIADLTKFLDVFAFRKQQNNQKQQQTLGFNFYGMSQVQDSIYAHS : 179 



Aj3uum NFLDVFWILRKECFEALDENQKTKTFRDFLDTTQYTDESIRAYEWIFGDNFISPGGYDEN : 214 
Celegans NFLDFIFVFRKKVFAPTTD . , ATITFRDFLDKTQYTNTGIDAYEWMFGVNFISPGGYDEN : 212 
Mjavanica NFLDVFWSLTTAIEVRLYDD • KLATFREFLDKTQYTEDNVASYEWIFGTDFISPGGVNEN : 238 



A_suum LEVLKRFGDLKPDCKMLDIGVGIGGGARQAAREFGALVLGMDISANMLSIAMDRLQNEKD : 274 
C_elegans LKIIKRFGDFKPGQTMLDIGVGIGGGARQVADEFGVHVHGIDLSSNMLAIALERLHEEKD :272 
Mjavanica RRVLKYFRHLRPGQQMLDIGVGIGGGARQAAREFGLQVLGCDLSSNMIQHAFDRNQRDKD :298 



A_suum TRVRYQISDALEYEFPANSFDYVFSRDGLHHNERIDIVMRKIFHWLKPGGKVLITVYGMG : 334 
C_elegans SRVKYSITDALVYQFEDNSFDYVFSRDCIQHIPDTEKLFSRIYKALKPGGKVLITMYGKG : 332 
Mjavanica HRVEYQIADAMVYRYESNAFDIVFSRDCIQHIKDTKRLFRNIYTWLKPGGQVLVTMYGKG : 358 



A_suum HGTLSAKFQAYVEKRKYFLKTLEEMVEITEAAGFENVQGTNLTKRFRDILLDERTKTLNR : 394 
Cjslegans YGEQSDKFKTYVAQRAYFLKNLKEIADIANKTGFVNVQTENMTPRFKEILLEERGHLEQN : 392 
Mjavanica HGVLSPKFHEYVRKRQYALKTLEEYREIAHNVGLTTIYTENMTKRLREILVIERDRAVEN : 418 



A_suum KNEFLEKFDEGTFNSLLNGWNDKIGFIDDDNHNWNQIFATKPL :437 

C_elegans EAEFMSKFTQRERDSLISGWTDKLGYIEKDNHNWNFFLAQKPFPK • :437 

Mjavanica KEEFIQKFSEKLYSKLIEGWADKLQFIDEDNQNWLLLRAEKPVHPHAYLTEAGA:472 
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